E Chestnut Gall Wasp J

@ %”,,.\ CNR IRET Conference Rome, February 18%-19th 2025
condeionionte - ATEE Ex-situ collections of Castanea sativa provenances as genetic sources of
resistance to abiotic and biotic stress

Castanea sativa ex-situ common garden field CNR IRET |

Resistance to Asian

" Resistance to leaf

Provenance Hortiatis (Greece) Ll p — Z fold Ao
High number of plants resistant | ; é Z z Provenance field tria )
Resistant (R) Susceptible (S) y

&
ER
- A
B

spot disease (Fersa)

Castanea sativa

- Fersa: Parasitic fungi, Mycosphaerella maculiformis,
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